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OCT 1 3 1S98 *>i 



SEQUENCE LISTING 



<110> McCarthy, Sean A. 



<120> ™SeFOR SP PR0TEIN ^ NUCLE1C ACI ° MOLECUL ^ AND USES 

<130> MEI-008 

<140> 
<141> 

<150> 08/842,898 
<151> 1997-04-17 

<150> 60/071,589 
<151> 1998-01-15 



<160> 19 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 2479 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (38) . . (1087) 
<400> 1 

ggcacgaggg ggcggcggct gcgggcgcag agcggag atg cag egg ctt ggg gcc 55 

Met Gin Arg Leu Gly Ala 
1 5 



Thr S r 9 ° t9 9C9 gCg gC3 gtc ccc ac 9 3cc ccc gcg 

Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala Val Pro Thr Ala Pro All 

10 15 20 

ccc get ccg acg gcg acc teg get cca gtc aag ccc ggc ccq act etc 
Pro Ala Pro Thr Ala Thr Ser Ala Pro Val Lys Pro Gly Pro Ala" Leu 
25 3 0 35 

age tac ccg cag gag gag gcc acc etc aat gag atg ttc cgc cracx att 
Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn Glu Met Phe Sg Glu Val 

45 50 

gag gaa ctg atg gag gac acg cag cac aaa ttg cgc age gcg gtcr craa 
Glu Glu Leu Met Glu Asp Thr Gin His Lys LeS Arg Ser III 

60 " 70 

gag atg gag gca gaa gaa get act act aas rr^=, 4- 

oiu „et „ u ila Glu i lu i la La si £ s: tt: s« £? ~ 

75 8 0 85 



103 



151 



199 



247 



295 



76 



ctg gca aac tta cct cor- .-=,<- 

L eu Ala Asn Leu Pro Pro S Tyr His' ^ ^ &Ca 9ac ac 9 

^ Fro Ser Tyr His Asn Glu Thr Asn Thr Asp Thr 

95 100 

aac gtt gga aat aat acc ate cat ata ^„ 

Asn val Gl y Asn Asn Thr ^ His His 2g il" ?° ^ 

105 niS Ar 9 Glu He His Lys lie 

±U 115 

s e e a e e e a e e e a e e e e 

2 » 5 5 E E E S E E E S E E E E 
K = 5 5 E E E E S E E E E E S E 
£ 3: S S E E E E E E E E S E E E 

175 180 
gag tgc tgt gga gac caq eta tat ah. f 

Glu Cys cys Gly Lp Gin Leu Cys Si S gT ^ aCC at9 

185 Val Trp G1 Y Hl s Cys Thr Lys Met 

3U 195 

gec acc agg ggc age aat ggg acc ato i-^ 

Ala Thr Arg Gly Ser Asn Gly Thr lie v IV T° ^ *" ^ ^ 

200 * lnr Ile As P Asn Gin Arg Asp Cys 

ZVb 210 

cag ccg ggg ctg tgc tgt acc ttn r.*~ 

S - « y w E E E E E E E E E E E E 

225 

5 S E S E E E E E E E E E E E E 

240 245 

E E E E E E E E E E E E E E E E 

255 2S0 
gac cga tgc cct tgt gec agt ggc etc cto 

Asp Arg Cys Pro Cys Ala tlr- ni T 9 Ca9 ccc cac a gc cac 

265 ^ °£ L6U Leu Gin Pro His Ser His 

Z/U 275 

E E E E E E E E E E E E s 9c C9t 9 " ~ 

280 * lnr Ptle Val Gly Ser Arg Asp Gin 

3 290 

E E E E E E E E E E r 9 " « '« - 

295 300 Pr ° Ar ^ Glu Val Pro Asp Glu Tyr Glu Val 



343 



391 



439 



487 



535 



583 



631 



679 



727 



775 



823 



871 



919 



305 310 



-77- 



ggc age ttc atg gag gag gtg cgc cag gag ctg gag gac ctg gag agg 1015 
Gly Ser Phe Met Glu Glu Val Arg Gin Glu Leu Glu Asp Leu Glu Arg 
315 320 325 

age ctg act gaa gag atg gcg ctg agg gag cct gcg get gee gee get 1063 
Ser Leu Thr Glu Glu Met Ala Leu Arg Glu Pro Ala Ala Ala Ala Ala 
330 335 34Q 

gca ctg ctg gga agg gaa gag att tagatctgga ccaggctgtg ggtagatgtg 1117 
Ala Leu Leu Gly Arg Glu Glu He 
345 35 0 

caatagaaat agctaattta tttccccang tgtgtgcttt aagcgtgggc tgaccaggct 1177 
tcttcctaca tcttcttccc agtaagtttc ccctctggct tgacagcatg aggtgttgtg 1237 
catttgttca gctcccccag gctgttctcc aggcttcaca gtctggtgct tgggagagtc 1297 
aggcagggtt aaactgeagg agcagtttgc cacccctgtc cagattattg getgetttge 1357 
ctctaccagt tggcagacag ccgtttgttc tacatggctt tgataattgt ttgaggggag 1417 
gagatggaaa caatgtggag tctccctctg attggttttg gggaaatgtg gagaagagtg 1477 
ccctgctttg caaacatcaa cctggcaaaa atgcaacaaa tgaattttcc aegcagttet 1537 
ttccatgggc ataggtaagc tgtgccttca gctgttgcag atgaaatgtt ctgttcaccc 1597 
tgcattacat gtgtttattc atccagcagt gttgetcage tcctacctct gtgecaggge 1657 
agcattttca tatccaagat caattccctc tctcaaca^ crr^t-riacrcra'-' 

ttctcctcgt ccatcaggga tttcagaggc tcagagactg caagctgett gcccaagtca 1777 
cacagctagt gaagaccaga gcagtttcat ctggttgtga ctctaagctc agtgctctct 1837 
ccactacccc acaccagcct tggtgccacc aaaagtgctc cccaaaagga aggagaatgg 1897 
gatttttctt ttgaggcatg cacatctgga attaaggtca aactaattct cacatccctc 1957 
taaaagtaaa ctactgttag gaacagcagt gttctcacag tgtggggcag ccgtccttct 2017 
aatgaagaca atgatattga cactgtccct ctttggcagt tgcattagta actttgaaag 2077 
gtatatgact gagegtagea tacaggttaa ectgeagaaa cagtacttag gtaattgtag 213 7 
ggegaggatt ataaatgaaa tttgcaaaat cacttagcag caactgaaga caattatcaa 2197 
ccacgtggag aaaatcaaac cgagcagggc tgtgtgaaac atggttgtaa tatgegactg 2257 
cgaacactga actctacgcc actccacaaa tgatgttttc aggtgtcatg gactgttgcc 2317 
accatgtatt catccagagt tcttaaagtt taaagttgca catgattgta taagcatget 2377 
ttctttgagt tttaaattat gtataaacat aagttgcatt tagaaatcaa gcataaatca 243 7 
cttcaactgc taaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 2479 



-78- 



<210> 2 
<211> 350 
<212> PRT 

<213> Homo sapiens 



<400> 2 

Met Gin Arg Leu Gly Ala Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala 

15 



5 10 



Val Pro Thr Ala Pro Ala Pro Ala Pro Thr Ala Thr Ser Ala Pro Val 
20 25 30 

Lys Pro Gly Pro Ala Leu Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn 
35 40 45 

Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 
50 55 60 

Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 
65 70 75 80 

Ala Ser Ser Glu Val Asn Leu Ala Asn Leu Pro Pro Ser Tyr His Asn 



85 go 



95 



Glu Thr Asn Thr Asp Thr Asn Val Gly Asn Asn Thr He His Val His 
100 105 110 

Arg Glu He His Lys He Thr Asn Asn Gin Thr Gly Gin Met Val Phe 
115 120 125 

Ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Arg Arg Ser 
130 135 140 

His Glu Cys He He Asp Glu Asp Cys Gly Pro Ser Met Tyr Cys Gin 
145 150 155 160 

Phe Ala Ser Phe Gin Tyr Thr Cys Gin Pro Cys Arg Gly Gin Arg Met 
I 65 170 175 

Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Val Trp 
180 185 -Jo 

Gly His Cys Thr Lys Met Ala Thr Arg Gly Ser Asn Gly Thr He Cys 
195 200 205 

Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 
210 215 220 

Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 
225 230 235 2 40 

Cys His Asp Pro Ala Ser Arg Leu Leu Asp Leu He Thr Trp Glu Leu 
245 250 255 



-79- 



Glu Pro Asp Gly 
260 

Cys Gin Pro His 
275 

Val Gly Ser Arg 
290 

Pro Asp Glu Tyr 
305 

Leu Glu Asp Leu 

Pro Ala Ala Ala 
340 



Ala Leu Asp Arg 

Ser His Ser Leu 
280 

Asp Gin Asp Gly 
295 

Glu Val Gly Ser 
310 

Glu Arg Ser Leu 
325 

Ala Ala Ala Leu 



Cys Pro Cys Ala 
265 

Val Tyr Val Cys 

Glu lie Leu Leu 
300 

Phe Met Glu Glu 
315 

Thr Glu Glu Met 
330 

Leu Gly Arg Glu 
345 



Ser Gly Leu Leu 
270 

Lys Pro Thr Phe 
285 

Pro Arg Glu Val 



Val Arg Gin Glu 
320 

Ala Leu Arg Glu 
335 

Glu He 
350 



<210> 3 
<211> 1050 
<212> DNA 

<213>" Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1050) 



<400> 3 



atg cag egg ctt ggg gcc acc ctg ctg tqc eta ctcr rfa „™ 

Met Gin Arg Leu Gly Ala Thr L^n t J, n r 9 99 909 g ° g 

^ a biy Ala Thr Leu Leu Cys Leu Leu Leu Ala Ala Ala 

e E S E E E E K s S E E 111 E E S? 



25 30 



Lys Pro gIv Pro If ^ ^ ^ ^ ^ gCC acC «t 

Lys Pro Gly Pro Ala Leu Ser Tyr Pro Gin Glu Glu Ala Thr Leu Asn 



35 40 



45 



E S £ S S E E E 2 2 E E E S E E 



" 60 



^u Arg Ser 111 v2 ??' ^ * tS 939 ^ gaa ^» gct get aaa 

« 3 Sr Val G ^ Glu Met Glu A ^ Glu Glu Ala Ala Ala Lys 



75 



80 



gca tea tea gaa gtg aac ctg gca aac tta cct ccc age tat cae aar 
Ala ser Ser Glu Val Asn Leu Ala Asn Leu Pro Pro Ser Tyr 

85 9 ° 95 

111 !! a 330 gtt gga aat aat ac <= ate eat gtg eae 

Glu Thr Asn Thr Asp Thr Asn Val Gly Asn Asn Thr He His Val Ss 



105 



48 



96 



144 



192 



240 



288 



336 



110 



-80- 



Sa Su 111 ^ ^ aCt 993 Caa at 9 9 tc 

A ! n Asn Gln Thr Gly Gln Met Val Phe 



120 125 



Ser Glu Thr V^ T T ^ ^ ^ * aa ggC ^ a ^ ^ 

Ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Arg Arg Ser 

130 135 140 

Sa Glu rlt T ^ tgt 593 CCC agC at 9 tac cag 

His Glu Cys He He Asp Glu Asp Cys Gly Pro Ser Met Tyr Cys Gln 

150 155 160 

ttt gcc age ttc cag tac acc tgc cag cca tgc egg gqc caa aaa a t B 
Phe Ala Ser Phe Gln Tyr Thr Cys Gln Pro Cys Arg ITy Gln Arg 



165 170 



175 



fin tu C C9g agt 939 tgC tgt gga ^ ac ca 9 ct 9 tgt gtc tag 

Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gln Leu Cys Val Trp 

180 185 



190 



Ilv r* ^ 995 ggC agC aat ^ ate tgt 

Gly His Cys Thr Lys Met Ala Thr Arg Gly Ser Asn Gly Thr He Cys 

195 200 205 

C» A^n ^ 9aC t9C CCg 995 Ctg t3C t9t gee tte eag aga 

Asp Asn Gln Arg Asp Cys Gln^ro Gly Leu Cys Cys Ala Phe qi„ Arg 

215 220 

ggc ctg ctg tte cet gtg tgc aea ecc ctg cec gtg gag ggc gag ctt 
Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 

230 235 24{) 

rll 9aC gCC agC C9g Ctt Ctg 9 ac ctc atc ^« tgg gag eta 

Cys Hxs Asp Pro Ala Ser Arg Leu Leu Asp Leu He Thr TrJ Glu Leu 



245 250 



255 



260 265 



270 



tgc cag cec cac age cac age ctg gtg tat gtg tgc aag ccg acc ttc 
Cys Gin Pro His Ser His Ser Leu Val Tyr Va^ Cys Lys Pro Thr P^ 
275 280 



285 



gtg ggg age egt gac caa gat ggg gag ate ctg ctg ecc aga gag gtc 
Val Gly Ser Arg Asp Gln Asp Gly Glu He Leu Leu Pro Arg Glu tl 

230 295 



300 

cec gat gag tat gaa gtt ggc age ttc atg gag gag gtg cgc cag aaa 
Pro Asp Glu Tyr Glu Val Gly Ser Phe Met Glu Glu Vl Arg G^n Tlu 
305 310 315 320 

r C o 9 ^ 9 T C ^ a " ag ° Ctg aCt S aa gag atg g Cg ctg agg gag 

Leu Glu Asp Leu Glu Arg Ser Leu Thr Glu Glu Met La Leu A^g Glu 
325 330 335 



384 



432 



480 



528 



576 



624 



672 



720 



768 



gag cct gat gga gcc ttg gac cga tgc cct tgt gcc agt ggc ctc ctc 816 
Glu Pro Asp Gly Ala Leu Asp Arg Cys Pro Cys La Ser Gly Leu Leu 



864 



912 



960 



1008 



-81 - 



a"? ??! ?? C ?? fc g ? a Ctg Ct ^ gaa gag att 



Pro Ala Ala Ala Ala Ala Ala Leu Leu Gly Arg Glu Glu He 

350 



340 345 



<210> 4 

<211> 848 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (125) . . (796) 



<400> 4 

gaattcggca cgagagacga cgtgctgagc tgccagctta gtggaagctc tgctctgggt 60 
ggagagcagc ctcgctttgg tgacgcacag tgctgggacc ctccaggagc cccgggattg 120 

^ f ? If* Ct9 999 Ctg agC tgg ctc ^ c tet ccc 

Met val Ala Ala Val Leu Leu Gly Leu Ser Trp Leu Cys Ser Pro 



169 



5 10 15 



ctg gga get ctg gtc ctg gac ttc aac aac ate agg age tct get cac 
Leu Gly Ala Leu Val Leu Asp Phe Asn Asn He Arg^ sir sir Ala Lp 



20 25 30 



ctg cat ggg gC c egg aag gge tea cag tgc etg tct gac acg gac tgc 
Leu Hxs Gly Ala Arg Lys Gly Ser Gin Cys Leu Ser Lp Thr Lp Cys 
35 40 45 

aat ace aga aag ttc tgc ctc cag ccc cgc gat gag aag ccg ttc tat 
Asn Thr Arg Lys Phe Cys Leu Gin Pro Arg Lp 111 Lys Pro Phe Cys 
50 55 go 

111 ™* 999 tt9 C9g agg agg tgc ca 9 caa 3at gec atg tgc 

Ala Thr Cys Arg Gly Leu Arg Arg Arg Cys Gin Arg Lp La Met Cys 
65 70 75 

rtt n 99 Ct ° t9t 9tg SaC gat gtt tgt act ac 9 atg gaa gat 

Cys Pro Gly Thr Leu Cys Val Asn Asp Val Cys Thr Thr Me? Glu Lp 

85 9 0 95 

La Thr Pro t"* ^ ^ ^ 9 * 9 Caa ^ ggC aca cat 

Ala Thr Pro He Leu Glu Arg Gin Leu Asp Glu Gin Asp Gly Thr His 

100 105 110 

gca gaa gga aca act ggg cac eca gtc cag gaa aac caa ccc aaa agg 
Ala Glu Gly Thr Thr Gly His Pro Val Gin Glu Asn Gin Pro Lys Arg 
115 120 125 

Lvs Pro Ser T f ^ " C *" ^ C& * gag gga gaa 

Lys Pro Ser He Lys Lys Ser Gin Gly Arg Lys Gly Gin Glu Gly Glu 

130 135 140 



217 



265 



313 



361 



409 



457 



505 



553 



-82- 



agt tgt ctg aga act ttt gac tgt ggc cct gga ctt tgc tgt get cgt 6 01 
Ser Cys Leu Arg Thr Phe Asp Cys Gly Pro Gly Leu Cys Cys Ala Arg 
145 150 155 

cat ttt tgg acg aaa att tgt aag cca gtc ctt ttg gag gga cag gtc 64 9 
His Phe Trp Thr Lys lie Cys Lys Pro Val Leu Leu Glu Gly Gin Val 
160 165 170 175 

tgc tec aga aga ggg cat aaa gac act get caa get cca gaa ate ttc 6 97 
Cys Ser Arg Arg Gly His Lys Asp Thr Ala Gin Ala Pro Glu He Phe 
180 185 190 

cag cgt tgc gac tgt ggc cct gga eta ctg tgt cga age caa ttg acc 74 5 
Gin Arg Cys Asp Cys Gly Pro Gly Leu Leu Cys Arg Ser Gin Leu Thr 
195 200 205 

age aat egg cag cat get cga tta aga gta tgc caa aaa ata gaa aag 793 
Ser Asn Arg Gin His Ala Arg Leu Arg Val Cys Gin Lys He Glu Lys 
210 215 220 

eta taaatatttc aaaataaaga agaatccaca ttgcaaaaaa aaaaaaaaaa aa 848 
Leu 



<210> 5 

<211> 224 

<212> PRT 

<213> Homo sapiens 

<400> 5 

Met Val Ala Ala Val Leu Leu Gly Leu Ser Trp Leu Cys Ser Pro Leu 
15 10 15 

Gly Ala Leu Val Leu Asp Phe Asn Asn He Arg Ser Ser Ala Asp Leu 
20 25 30 

His Gly Ala Arg Lys Gly Ser Gin Cys Leu Ser Asp Thr Asp Cys Asn 
35 40 45 

Thr Arg Lys Phe Cys Leu Gin Pro Arg Asp Glu Lys Pro Phe Cys Ala 
50 55 60 

Thr Cys Arg Gly Leu Arg Arg Arg Cys Gin Arg Asp Ala Met Cys Cys 
65 70 75 80 

Pro Gly Thr Leu Cys Val Asn Asp Val Cys Thr Thr Met Glu Asp Ala 
85 90 95 

Thr Pro He Leu Glu Arg Gin Leu Asp Glu Gin Asp Gly Thr His Ala 
100 105 110 

Glu Gly Thr Thr Gly His Pro Val Gin Glu Asn Gin Pro Lys Arg Lys 
115 120 125 



Pro Ser He Lys Lys Ser Gin Gly Arg Lys Gly Gin Glu Gly Glu Ser 
130 135 140 



-83 - 



Cys Leu Arg Thr 
145 

Phe Trp Thr Lys 



Ser Arg Arg Gly 
180 

Arg Cys Asp Cys 
195 

Asn Arg Gin His 
210 



Phe Asp Cys Gly 
150 

lie Cys Lys Pro 
165 

His Lys Asp Thr 



Gly Pro Gly Leu 
200 

Ala Arg Leu Arg 
215 



Pro Gly Leu Cys 
155 

Val Leu Leu Glu 
170 

Ala Gin Ala Pro 
185 

Leu Cys Arg Ser 



Val Cys Gin Lys 
220 



Cys Ala Arg His 
160 

Gly Gin Val Cys 
175 

Glu lie Phe Gin 
190 

Gin Leu Thr Ser 
205 

lie Glu Lys Leu 



<210> 6 

<211> 672 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (672) 

<400> 6 

atg gtg gcg gcc gtc ctg ctg ggg ctg age tgg etc tgc tct ccc ctg 48 
Met Val Ala Ala Val Leu Leu Gly Leu Ser Trp Leu Cys Ser Pro Leu 
15 10 15 

gga get ctg gtc ctg gac ttc aac aac ate agg age tct get gac ctg 96 
Gly Ala Leu Val Leu Asp Phe Asn Asn lie Arg Ser Ser Ala Asp Leu 
20 25 30 

cat ggg gcc egg aag ggc tea cag tgc ctg tct gac acg gac tgc aat 144 
His Gly Ala Arg Lys Gly Ser Gin Cys Leu Ser Asp Thr Asp Cys Asn 
35 40 45 

ace aga aag ttc tge etc cag ccc cgc gat gag aag ccg ttc tgt get 192 
Thr Arg Lys Phe Cys Leu Gin Pro Arg Asp Glu Lys Pro Phe Cys Ala 
50 55 60 

aca tgt cgt ggg* ttg egg agg agg tgc cag cga gat gcc atg tgc tgc 24 0 
Thr Cys Arg Gly Leu Arg Arg Arg Cys Gin Arg Asp Ala Met Cys Cys 
65 70 75 80 

cct ggg aca etc tgt gtg aac gat gtt tgt act acg atg gaa gat gca 288 
Pro Gly Thr Leu Cys Val Asn Asp Val Cys Thr Thr Met Glu Asp Ala 
85 90 95 

acc cca ata tta gaa agg cag ctt gat gag caa gat ggc aca cat gca 336 
Thr Pro lie Leu Glu Arg Gin Leu Asp Glu Gin Asp Gly Thr His Ala 
100 105 110 



gaa gga aca act ggg cac cca gtc cag gaa aac caa ccc aaa agg aag 384 
Glu Gly Thr Thr Gly His Pro Val Gin Glu Asn Gin Pro Lys Arg Lys 
115 120 125 



-84- 



cca agt att aag aaa tea caa ggc agg aag gga caa gag gga gaa agt 432 
Pro Ser lie Lys Lys Ser Gin Gly Arg Lys Gly Gin Glu Gly Glu Ser 
130 135 140 

tgt ctg aga act ttt gac tgt ggc cct gga ctt tgc tgt get cgt cat 480 
Cys Leu Arg Thr Phe Asp Cys Gly Pro Gly Leu Cys Cys Ala Arg His 
145 150 155 160 

ttt tgg acg aaa att tgt aag cca gtc ctt ttg gag gga cag gtc tgc 528 
Phe Trp Thr Lys lie Cys Lys Pro Val Leu Leu Glu Gly Gin Val Cys 
165 170 175 

tec aga aga ggg cat aaa gac act get caa get cca gaa ate ttc cag 576 
Ser Arg Arg Gly His Lys Asp Thr Ala Gin Ala Pro Glu lie Phe Gin 
180 185 190 

cgt tgc gac tgt ggc cct gga eta ctg tgt cga age caa ttg acc age 624 
Arg Cys Asp Cys Gly Pro Gly Leu Leu Cys Arg Ser Gin Leu Thr Ser 
195 200 205 

aat egg cag cat get cga tta aga gta tgc caa aaa ata gaa aag eta 6 72 
Asn Arg Gin His Ala Arg Leu Arg Val Cys Gin Lys lie Glu Lys Leu 
210 215 220 



<210> 7 
<211> 1529 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (93) . . (890) 



<400> 7 

ccggacgcgt gggcggcacg gtttcgtggg gacccaggct tgcaaagtga eggtcatttt 6 0 

ctctttcttt ctccctcttg agtccttctg ag atg atg get ctg ggc gca gcg 113 

Met Met Ala Leu Gly Ala Ala 
1 5 



gga get acc egg gtc ttt gtc gcg atg gta gcg gcg get etc ggc ggc 161 
Gly Ala Thr Arg Val Phe Val Ala Met Val Ala Ala Ala Leu Gly Gly 
10 15 20 



cac cct ctg ctg gga gtg age gee acc ttg aac teg gtt etc aat tec 2 09 
His Pro Leu Leu Gly Val Ser Ala Thr Leu Asn Ser Val Leu Asn Ser 
25 30 35 



aac get ate aag aac ctg ccc cca ccg ctg ggc ggc get gcg ggg cac 2 57 
Asn Ala lie Lys Asn Leu Pro Pro Pro Leu Gly Gly Ala Ala Gly His 
40 45 50 55 



cca ggc tct gca gtc age gee gcg ccg gga ate ctg tac ccg ggc ggg 
Pro Gly Ser Ala Val Ser Ala Ala Pro Gly lie Leu Tyr Pro Gly Gly 
60 65 70 



305 



-85- 



2 2 2 2 2 IS E 2 2 2 r* cac " 9 t9c *» 9 * 9 

7q ±le Asp Asn T y r Gin Pro Tyr Pro Cys Ala Glu 

8 0 

E K E 5: E E 5 E 2 2 E E 2 5 S £ 

95 100 

E E £ e ?2 2 2 r r c gcc t9= a " "» c3 = — 

105 "! CyS Leu Ma C ^ Ar g I-y «g Arg Lya 



S 2 2 S 2 S 2 2 * 2 - 2 2 2 £ 2 



125 130 

± - iU 135 



E 2 2 2 2 2 2 o°" E ?' " C C9> - '» « 

SP Gln Asn Hls Phe Arg Gly Glu He Glu 

145 

E E S 2 E E 2 E E E E E E 2 E 5 

160 165 

2 £ E E E E 2 E E 2 2 2 E E E E 
E E E 2 E 2 2 S 2 2 E 2 E E E 2 

190 195 
tgt tgt get aga cac ttc tger tec aacr a ^ t-^ 

Cys Cys Ala Arg His Phe T« tit t ^ 9 ° Ct 9tC Ct S 

200 TrP Ser Lys Ile ^ Pro val Leu Lys 

05 210 215 

E E E 2 2 E 2 E 2 E 2 E 2 E E 2 
E S 2 2 S 2 2 2 E E E 2 2 2 2 £ 

5 240 245 

cag aaa gat cac cat caa acc aat = a t- *. .- 

«» ^ jjj „ is His G1 „ J,, £ ^ £ - £ «t S £ £ 

255 260 
cag aga cac taaaccaqct atcrsaaahn 

Gin Arg His atccaaaatg cagtgaactc cttttatata 



353 



401 



449 



497 



545 



593 



641 



689 



737 



785 



833 



881 



930 



265 



atagatgeta tgaaaacctt ttatgacctt catcaactca atcctaagga tatacaagtt 990 
ctgtggtttc agttaagcat tccaataaca ccttccaaaa acctggagtg taagagcttt X050 



-86- 



gtttctttat ggaactcccc tgtgattgca gtaaattact gtattgtaaa ttctcagtgt 1110 
ggcacttacc tgtaaatgca atgaaacttt taattatttt tctaaaggtg ctgcactgcc 1170 
tatttttcct cttgttatgt aaatttttgt acacattgat tgttatcttg actgacaaat 1230 
attctatatt gaactgaagt aaatcatttc agcttatagt tcttaaaagc ataacccttt 12 90 
accccatttn attctagagt cnagaacgca aggatctctt ggaatgacaa atgataggta 13 5 0 
cctaaaatgt aacatgaaaa tactagctta ttttctgaaa tgtactatct taatgcttaa 1410 
attatatttc cctttaggct gtgatagttt ttgaaataaa atttaacatt taatatcatg 1470 
aaatgktata agtagacata aaaaaaaaaa aaaaaaaaaa agggcggccg ctagactag 152 9 



<210> B 
<211> 266 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Met Met Ala Leu Gly Ala Ala Gly Ala Thr Arg Val Phe Val Ala Met 
15 10 15 

Val Ala Ala Ala Leu Gly Gly His Pro Leu Leu Gly Val Ser Ala Thr 
20 25 30 

Leu Asn Ser Val Leu Asn Ser Asn Ala lie Lys Asn Leu Pro Pro Pro 
35 40 45 

Leu Gly Gly Ala Ala Gly His Pro Gly Ser Ala Val Ser Ala Ala Pro 
50 55 60 

Gly lie Leu Tyr Pro Gly Gly Asn Lys Tyr Gin Thr lie Asp Asn Tyr 
65 70 75 80 

Gin Pro Tyr Pro Cys Ala Glu Asp Glu Glu Cys Gly Thr Asp Glu Tyr 
85 90 95 

Cys Ala Ser Pro Thr Arg Gly Gly Asp Ala Gly Val Gin He Cys Leu 
100 105 110 

Ala Cys Arg Lys Arg Arg Lys Arg Cys Met Arg His Ala Met Cys Cys 
115 120 125 

Pro Gly Asn Tyr Cys Lys Asn Gly He Cys Val Ser Ser Asp Gin Asn 
130 135 140 

His Phe Arg Gly Glu He Glu Glu Thr He Thr Glu Ser Phe Gly Asn 
145 150 155 160 

Asp His Ser Thr Leu Asp Gly Tyr Ser Arg Arg Thr Thr Leu Ser Ser 
165 170 175 



87 



Lys Met Tyr His 
180 

Ser Asp Cys Ala 
195 

He Cys Lys Pro 
210 

Arg Lys Gly Ser 
225 

Glu Gly Leu Ser 



Ser Ser Arg Leu 
260 



Thr Lys Gly Gin 

Ser Gly Leu Cys 
200 

Val Leu Lys Glu 
215 

His Gly Leu Glu 
230 

Cys Arg He Gin 
245 

His Thr Cys Gin 



Glu Gly Ser Val 
185 

Cys Ala Arg His 

Gly Gin Val Cys 
220 

He Phe Gin Arg 
235 

Lys Asp His His 
250 

Arg His 
265 



Cys Leu Arg Ser 
190 

Phe Trp Ser Lys 
205 

Thr Lys His Arg 

Cys Tyr Cys Gly 
240 

Gin Ala Ser Asn 
255 



<210> 9 

<211> 798 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (79 8 ) 



<400> 9 



£ S E 2 E E E 5 E S £ E E £ - «? 



5 10 



Met 
15 



25 30 



2 2 2 si 2 e hi 2 E 2 - - - - 



^ .-x ^ u Asn ser Asn Ala lie Lys Asn Leu Pro Pro Pro 

4 0 

2 S 5 E E 5 E 2 E 2 E S E E E 2 

55 60 

SI Se Leu Sir Pro If ^ ^ ^ * CC att ^ ««= t«c 

Leu Tyr Pro Gly Gly Asn Lys Tyr Gin Thr He Asp Asn Tyr 

70 75 80 

Gin Trl Tyr Trl S ^ f ° *f* ™ *>* ^ tac 

yr Pro Cys Ala Glu Asp Glu Glu Cys Gly Thr Asp Glu Tyr 

90 

5 E E 2 E e E E 5 E E E E S 2 E 



48 



gta gcg gcg get etc ggc gqc cac ccf rfa 

Val Ala Ala Ala Leu ri v n7 ^ 9 9 " a 9tg agc ^ cc ac ^ 96 

la Ala Leu Gly Gly His Pro Leu Leu Gly Val Ser Ala Thr 



ccg 144 



192 



240 



288 



336 



105 110 



-88- 



gcc tgc agg aag cgc cga aaa cgc tgc atq cat ca r - 

«. ^ s , ys ^ arg , ys fl f g c * s Met 2 s: e 2 zt 

120 125 



e s e 2 5 - s 5 s 2 a s« s 5 = :« 



135 140 



2 2 2 5 E S S I" 2 S 2 E 2 2 2 E 

155 

2 E 2 = s s m % m % s s » 2 s J 

Xbb 170 

2 2 2 2 2 - 2?; = e S s S - - Z s 



190 



200 205 



£ g 2 2 2 2 2 E 2 s a - £ - S 2- 



215 220 



2 2 2 2 « 2 £ E £ £ 2 £ £ - - - 



235 



240 



S£ s Li c? s c s s: G ag r gat cac cat caa ^ 

u Ser Cys Arg He Gin Lys Asp His His Gin Ala Ser Asn 
45 250 255 

tct tct agg ctt cac act tgt cag aga cac 
Ser Ser Arg Leu His Thr Cys Gin Arg His 



384 



432 



480 



528 



576 



£ 2 2 E 2 2 2 5 £ E 2 E 2 2 2 2 624 



672 



720 



768 



798 



260 265 



<210> 10 

<211> 702 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (537) 



<400> 10 

jgc acg agg qtt qqct aaa t-*i- ^ 

48 



E 2 2 2 2 S 2 2 2 2 2 2 2 E E 2 



10 15 



-89- 



tea teg gec tgc atg gtg tgt egg aga aaa aag aag cgc tgc cac cga 96 
Ser Ser Ala Cys Met Val Cys Arg Arg Lys Lys Lys Arg Cys His Arg 
20 25 30 

gat ggc atg tgc tgc ccc agt acc cgc tgc aat aat ggc ate tgt ate 144 
Asp Gly Met Cys Cys Pro Ser Thr Arg Cys Asn Asn Gly lie Cys lie 
35 40 45 

cca gtt act gaa age ate tta acc cct cac ate ccg get ctg gat ggt 192 
Pro Val Thr Glu Ser lie Leu Thr Pro His lie Pro Ala Leu Asp Gly 
50 55 60 

act egg cac aga gat cga aac cac ggt cat tac tea aac cat gac ttg 240 
Thr Arg His Arg Asp Arg Asn His Gly His Tyr Ser Asn His Asp Leu 
65 70 75 80 

gga tgg cag aat eta gga aga cca cac act aag atg tea cat ata aaa 28 8 
Gly Trp Gin Asn Leu Gly Arg Pro His Thr Lys Met Ser His lie Lys 
85 90 95 

ggg cat gaa gga gac ccc tgc eta cga tea tea gac tgc att gaa ggg 33 6 
Gly His Glu Gly Asp Pro Cys Leu Arg Ser Ser Asp Cys He Glu Gly 
100 105 110 

ttt tgc tgt get cgt cat ttc tgg acc aaa ate tgc aaa cca gtg etc 384 
Phe Cys Cys Ala Arg His Phe Trp Thr Lys He Cys Lys Pro Val Leu 
115 120 125 

cat cag ggg gaa gtc tgt acc aaa caa cgc aag aag ggt tct cat ggg 432 
His Gin Gly Glu Val Cys Thr Lys Gin Arg Lys Lys Gly Ser His Gly 
130 135 140 

ct 9 £T aa att ttc ca 9 cgt tgc gac tgt gcg aag ggc ctg tct tgc aaa 480 
Leu Glu He Phe Gin Arg Cys Asp Cys Ala Lys Gly Leu Ser Cys Lys 
145 150 155 160 

gta tgg aaa gat gee acc tac tec tec aaa gee aga etc cat gtg tgt 528 
Val Trp Lys Asp Ala Thr Tyr Ser Ser Lys Ala Arg Leu His Val Cys 
165 170 175 

cag aaa att tgatcaccat tgaggaacat eatcaattgc agactgtgaa 577 
Gin Lys He 

gttgtgtatt taatgeatta tagcatggtg gaaaataagg ttcagatgea gaagaatggc 63 7 
taaaataaga aacgtgataa gaatatagat gatcacaaaa aaaaaaaaaa aaaagatgcg 697 
geege 702 



<210> 11 
<211> 179 
<212> PRT 

<213> Homo sapiens 



<400> 11 



-90- 



Glu Phe Gly Thr Arg Val Gly Arg Tyr Cys Hi 



10 



s Ser Pro His Gin Gly 



15 



Ser ser A!a Cys Me t Va! Cys Arg Arg Lys Lys Lys Arg Cys Hig Arg 

25 30 
A»p Gly » t Cys Cys Pro Ser Thr Arg Cys ^ ^ ^ ^ ^ 

40 45 
Pro vjl Thr „» S er IU , Thr Pro Hi , ne ^ Ma l ^ 

bb 60 
Thr »r S H1 , Arg A , p sm T ^ s ^ ^ 

75 

/b 80 

Gly Trp Gin Asn Leu Gly Arg Pro Hi. Thr r 

^ Y rg Pro His Thr Lys Met Ser His He Lys 



95 



«y His alu my Asp Pro cys Ar g S .r Ser Asp C y. „. „„ 

105 y 



100 



110 



Lys Pro Val Leu 
125 



Phe cys Cys Ala Arg His Phe Trp Thr Lys lie Cys 

XJ - b 120 

His «, Gly „„ M cys Thr Ly , Gin Aro Lys Lys <Hy Ser Hi, 01y 

XJb 140 

£ «« H. Phe Sln Arg Cys Asp Cy, Al, Ly . Gly Leu Ser Cys 

155 

v«l Trp ,y. ,sp ». Thr Tyr Ser fc Ly , al , ^ Leu Hie ^ ^ 



170 



175 



Gin Lys He 



<210> 12 

<211> 537 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (l) . . ( 537) 



<400> 12 

?gc acg agg gtt ggg aQQ tafc tan _ 

48 



K S 5 = S 5S 5 5 5 5 = S £ = = - 

10 

15 

S S III £ £ £ £ ^ £ T ^ ™ * « 

2q J- cys Arg Arg Lys Lys Lys Arg Cys His Arg 

25 30 



-91 - 



gat ggc atg tgc tgc ccc agt acc cgc tgc aat aat ggc ate tgt ate 144 
Asp Gly Met Cys Cys Pro Ser Thr Arg Cys Asn Asn Gly lie Cys He 
35 40 45 

cca gtt act gaa age ate tta acc cct cac ate ccg get ctg gat ggt 192 

Pro Val Thr Glu Ser He Leu Thr Pro His He Pro Ala Leu Asp Gly 
50 55 60 

act egg cac aga gat cga aac cac ggt cat tac tea aac cat gac ttg 24 0 

Thr Arg His Arg Asp Arg Asn His Gly His Tyr Ser Asn His Asp Leu 

65 70 75 80 

gga tgg cag aat eta gga aga cca cac act aag atg tea cat ata aaa 288 

Gly Trp Gin Asn Leu Gly Arg Pro His Thr Lys Met Ser His He Lys 

85 90 95 

ggg cat gaa gga gac ccc tgc eta cga tea tea gac tgc att gaa ggg 336 

Gly His Glu Gly Asp Pro Cys Leu Arg Ser Ser Asp Cys He Glu Gly 

100 105 110 

ttt tgc tgt get cgt cat ttc tgg acc aaa ate tgc aaa cca gtg etc 384 

Phe Cys Cys Ala Arg His Phe Trp Thr Lys He Cys Lys Pro Val Leu 
115 120 125 

cat cag ggg gaa gtc tgt acc aaa caa cgc aag aag ggt tct cat ggg 432 

His Gin Gly Glu Val Cys Thr Lys Gin Arg Lys Lys Gly Ser His Gly 
130 135 140 

ctg gaa att ttc cag cgt tgc gac tgt gcg aag ggc ctg tct tgc aaa 48 0 

Leu Glu He Phe Gin Arg Cys Asp Cys Ala Lys Gly Leu Ser Cys Lys 

145 150 155 160 

gta tgg aaa gat gee acc tac tec tec aaa gec aga etc cat gtg tgt 528 

Val Trp Lys Asp Ala Thr Tyr Ser Ser Lys Ala Arg Leu His Val Cys 

165 170 175 

cag aaa att 537 
Gin Lys He 



<210> 13 

<211> 928 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (75) . . (800) 



<400> 13 

ctcgaggcca aaatteggea egaggceggg ctgtggtcta gcataaaggc ggageccaga 60 



agaaggggcg gggt atg gga gaa gec tec cca cct gec ccc gca agg egg 110 
Met Gly Glu Ala Ser Pro Pro Ala Pro Ala Arg Arg 
15 10 



-92- 



cat ctg ctg gtc ctg ctg ctg etc etc tct acc ctg gtg ate ccc tec 158 
His Leu Leu Val Leu Leu Leu Leu Leu Ser Thr Leu Val lie Pro Ser 
15 20 25 

get gca get cct ate cat gat get gac gec caa gag age tec ttg ggt 206 
Ala Ala Ala Pro lie His Asp Ala Asp Ala Gin Glu Ser Ser Leu Gly 
30 35 40 

etc aca ggc etc cag age eta etc caa ggc ttc age cga ctt ttc ctg 254 
Leu Thr Gly Leu Gin Ser Leu Leu Gin Gly Phe Ser Arg Leu Phe Leu 
45 50 55 60 

aaa ggt aac ctg ctt egg ggc ata gac age tta ttc tct gec ccc atg 302 
Lys Gly Asn Leu Leu Arg Gly lie Asp Ser Leu Phe Ser Ala Pro Met 
65 70 75 

gac ttc egg ggc etc cct ggg aac tac cac aaa gag gag aac cag gag 350 
Asp Phe Arg Gly Leu Pro Gly Asn Tyr His Lys Glu Glu Asn Gin Glu 
80 85 90 

cac cag ctg ggg aac aac acc etc tec age cac etc cag ate gac aag 3 98 
His Gin Leu Gly Asn Asn Thr Leu Ser Ser His Leu Gin lie Asp Lys 
95 100 105 

atg acc gac aac aag aca gga gag gtg ctg ate tec gag aat gtg gtg 446 
Met Thr Asp Asn Lys Thr Gly Glu Val Leu lie Ser Glu Asn Val Val 
110 115 120 

gca tec att caa cca gcg gag ggg age ttc gag ggt gat ttg aag gta 4 94 
Ala Ser lie Gin Pro Ala Glu Gly Ser Phe Glu Gly Asp Leu Lys Val 
125 130 135 140 

ccc agg atg gag gag aag gag gec ctg gta ccc ate cag aag gee acg 542 
Pro Arg Met Glu Glu Lys Glu Ala Leu Val Pro lie Gin Lys Ala Thr 
145 150 155 

gac age ttc cac aca gaa etc cat ccc egg gtg gec ttc tgg ate att 590 
Asp Ser Phe His Thr Glu Leu His Pro Arg Val Ala Phe Trp lie lie 
160 165 170 

aag ctg cca egg egg agg tec cac cag gat gee ctg gag ggc ggc cac 638 
Lys Leu Pro Arg Arg Arg Ser His Gin Asp Ala Leu Glu Gly Gly His 
175 180 185 

tgg etc age gag aag cga cac cgc ctg cag gee ate egg gat gga etc 686 
Trp Leu Ser Glu Lys Arg His Arg Leu Gin Ala lie Arg Asp Gly Leu 
190 195 200 

cgc aag ggg acc cac aag gac gtc eta gaa gag ggg acc gag age tec 734 
Arg Lys Gly Thr His Lys Asp Val Leu Glu Glu Gly Thr Glu Ser Ser 
205 210 215 220 



tec cac tec agg ctg tec ccc cga aag acc cac tta ctg tac ate etc 
Ser His Ser Arg Leu Ser Pro Arg Lys Thr His Leu Leu Tyr lie Leu 
225 230 235 



782 



-93 - 



£ S tit SS 22 S ta9S99t99s 9aco939S " 9 

240 

tagcccccat cagaccctgc cccaagcacc atatggaaat aaagttcttt cttacatcta 330 
aaaaaaaaaa aaaaaaaaaa aaaaaaattg gcggccgc 



<210> 14 
<211> 242 
<212> PRT 

<213> Homo sapiens 
<400> 14 



Met Gly Glu Ala s Pro pro Ala ^ ^ ^ l ^ 

io 15 

L6U ^ W ^ LSU SSr Thr Leu V.1 Xle Pro Ser Ala Ala A!a Pro 

25 30 

He His Asp Ala Asp Ala Oln Glu Ser S er L eu Gly Leu Thr 61y Leu 

40 45 

Gin Ser Leu Leu Gin G ly Phe Ser Arg Leu Phe Leu Lys Gly Asn Leu 

55 60 
Leu Ar g Gly Ile Asp s Leu phe ^ ^ ^ ^ ^ 

/ U « !- 

/i5 80 
Leu Pro Gly Asn Tyr His Lys Glu Glu Asn Gin Glu His Gin Leu Gly 

yU 95 
Asn Asn Thr Leu Ser Ser His Leu Gin Xl e Asp Lys Met Thr Asp Asn 

105 110 

Lys Thr Gly Glu Val Leu Xle Ser Glu Asn Val Val Ala Ser Xle Gin 

120 125 

Pro Ala Glu Gly Ser Phe G lu Gly Asp Leu Lys Val Pro Arg Met Glu 
Glu Lys Glu Ala Leu Val Pro Xle Gin Lys Ala Thr Asp Ser Phe His 

U ICC 

- Lbb 160 
Thr Glu Leu His Pro Arg Val Ala P he Trp Xle Xle Lys L eu Pro Arg 

J./U 175 

Arg Arg Ser His Gin Asp Ala Leu Glu Gly Gly His Trp Leu Ser Glu 

185 19Q 

Lys Arg His Arg Leu Gin Ala Xle Arg Asp Gly Leu Arg Lys Gly Thr 

200 2Q5 

His Lys Asp val Leu Glu Glu Gly Thr Glu Ser Ser Ser His Ser Arg 



928 



215 220 



-94- 



Lau Ser Pro Ar g Lys ^ His Leu Leu Tyr ^ ^ ^ ^ ^ 

240 

Gin Leu 



<210> 15 

<211> 726 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (726) 



<400> 15 



£ E E E £ 2 2 E 2 E £ £ E 2 2 - 

10 

£ E 2 £ 2 2 2 2 2 2 2 2 E E E 2 
£ £ £ E £ E £ E £ 2 2 £ 2 2 £ 2 
£ £ £ £ £ £ 2 2 £ 2 2 2 £ £ £ 2 

55 60 

£ £ £ £ £ £ £ £ 2 E £ 2 £ £ S £ 



75 80 



£ £ £ £ £ £ £ £ h £ £ £ £ 2 2 ss 



— -y* oxu w. u Asn Gin Glu His Gin Leu Gly 

y b 90 

£ £ £ £ 2 £ £ £ 2 £ £ £ £ £ £ £ 
£ £ £ E 2 2 £ £ 2 £ 2 2 E 2 £ £ 

5 120 125 

2 E £ £ £ £ £ £ £ 2 J!* 9 9ta coc *» " 9 

13 0 7 ASP LeU Lys Val Pro A rg Met Glu 

135 140 

Glu lyl Til IT, vll T g<=C ^ " C 

^ 5 y Glu Ala Leu Val Pro lie Gin Lys Ala Thr Asp Ser Phe His 



48 



96 



144 



192 



240 



288 



336 



384 



432 



480 



160 



-95- 



aca gaa etc cat ccc egg gtg gee ttc tgg ate att aag ctg cca egg 52 8 

Thr Glu Leu His Pro Arg Val Ala Phe Trp lie lie Lys Leu Pro Arg 

165 170 175 

c 99 a 99 tcc cac ca 9 9 at 9 CC ct 9 9 a 9 99 c 99 c cac fc 99 ctc a 9 c 9 a 9 57 6 

Arg Arg Ser His Gin Asp Ala Leu Glu Gly Gly His Trp Leu Ser Glu 

180 185 190 

aag cga cac cgc ctg cag gec ate egg gat gga ctc cgc aag ggg acc 624 

Lys Arg His Arg Leu Gin Ala lie Arg Asp Gly Leu Arg Lys Gly Thr 
195 200 205 

cac aag gac gtc eta gaa gag ggg acc gag age tcc tcc cac tcc agg 672 

His Lys Asp Val Leu Glu Glu Gly Thr Glu Ser Ser Ser His Ser Arg 
210 215 220 

ctg tcc ccc cga aag acc cac tta ctg tac ate ctc agg ccc tct egg 72 0 

Leu Ser Pro Arg Lys Thr His Leu Leu Tyr lie Leu Arg Pro Ser Arg 

225 230 235 240 

cag ctg 726 
Gin Leu 



<210> 16 

<211> 2381 

<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 

<222> (110) . . (1156) 
<400> 16 

mgtcgaccca cgcgtccgct gtggcagccc agetaceggt cgtgaccaga tccagcttgc 60 

agctcagctt tgttcattcg aattgggcgg cggccagcgc ggaacaaac atg cag egg 118 

Met Gin Arg 
1 

ctc ggg ggt att ttg ctg tgt aca ctg ctg gcg gcg gcg gtc ccc act 166 
Leu Gly Gly lie Leu Leu Cys Thr Leu Leu Ala Ala Ala Val Pro Thr 
5 10 15 



get cct get cct tcc ccg acg gtc act tgg act ccg gcg gag ccg ggc 214 
Ala Pro Ala Pro Ser Pro Thr Val Thr Trp Thr Pro Ala Glu Pro Gly 
20 25 30 35 

cca get ctc aac tac cct cag gag gaa get acg ctc aat gag atg ttt 262 
Pro Ala Leu Asn Tyr Pro Gin Glu Glu Ala Thr Leu Asn Glu Met Phe 
40 45 50 



cga gag gtg gag gag ctg atg gaa gac act cag cac aaa ctg cgc agt 
Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys Leu Arg Ser 
55 60 65 



310 



-96- 



E v2 E E 2 E e E I" s s E r r - 

70 7r yS Thr Ser Se ^ 

75 80 

2 2 2 2 E E 2 2 2 2 2 2 2 E E E 

1 k e s s 5 e e e - - ~ = s E ? . 

110 

2 2 s e e e a e - = - E - ~ K r 

125 

Z ^ 130 

2 2 E 2 S E 5 E E 5 2 5 £ 2 2 - 
- S 5 E 2 2 E 2 E 5 2 5 2 2 £ = 

155 160 

^ £ S III S Pro r r «*« *** ace 

165 y n ° yS Ar ^ As P G1 " Gin Met Leu Cys Thr 

0 175 

2 5 E E 2 5 E 2 S 2 J K g - = g 
2 = 2 E E 2 E E 2 5 E 2 5 2 2 2 

205 210 

a 9g gat tgc cag cct qqc eta 

»* », s «o E 2 2 - e 2 E «g E 2 2 

220 225 

2 2 2 2 2 2 2 2 2 E E E 2 2 c " 9 « 

23 0 „_ ^ Gly Glu Le ^ Cys His Asp 

240 

2 2 E E 2 2 E 2 2 2 2 E 2 E cct 9 " 

245 „!: inr ir P Glu Leu Glu Pro Glu 

"° 255 

E E 2 E 2 2 2 2 2 2 390 cee c " t3 = «» ~ 

260 P 3 r£ Pro ^ «« s « My L.U Leu Cy. Gin p ro 

270 

2 E 2 E 2 2 2 2 2 2 2 E 2 2 E 2 



358 



406 



454 



502 



550 



598 



646 



694 



742 



790 



838 



886 



934 



285 290 



97- 



z si tn ss s; e 3 o x s s s sz 9 r r 3 9at « »" 

2 95 " 9 Glu Ala Pro Asp Glu 

00 305 

£ z s s° £ s s? ^ s - s sr r 9 «- »«= 

310 * Arg Gln Glu Leu Glu Asp 

J - Lb 320 

ctg gag egg age eta gee cag gag atq QC a ttt „ a « 
- «u «, Ser ^ „. , ^ „.» £ £ « 999 £ g « 

335 

?:? s: s s s; sz s s? s c — — «« 



1078 



1126 



340 345 



tcactggtag atgtgcaata gaaatggcta attf^hi-h, 

ggeca atttattttc ccaggagtgt ccccaagtgt 1236 

9 9.a t39 c. 5 = agcCoctto ocagti9ctt ttoct=tggc tt3>oaag3t ^ 

~«tt=«c » wct gcttctctga =tt9g9Mi3 >oaggoatgs i356 
=.9c 3gtg , g togtoootog ctgttgotag _ g=tgtc ttgttcttc> ^ 
•tt tgtCtg , agggagagg , tggg „ gggg ^^^^ toatsat ^ ^ 
a~ gggagga ggatgcctgc « tgcag>09 tggacttggc aaaatgcaac ^^^^^ ^ 
9 t =tt 3cgcc gctcc „ tgg gctgagg=ag tggctaoaca ^ 

c«cc„e, t attoatccct gtgtttcagc tcctacctca otgtoagcac ^ 

~ CCtC " 3 "= *9 9 a Sgggao cagaggggac tt=tctcaga i?i6 

9=ccc, tgot ototctctc . ac „ catacc ^^^^^ ^^^^ ^ 

tggagggagt gaaatccttt gqtttaatt-a Kf.f^ ^ 

Srgtttaatta ttttctoctt c, aggca c g c ctgcceeaa i s36 

9 3 t=, ggotg , ottgcatgt ccctot . acg ttcgtagcag tgtggtgsao ^ 

S " 5,Ct3Ct '9= t c 3gagt gcagttcgtg t .„ ttaatl i956 

t9=a 9gaaS t , tacttggcC , attgtaggg ctaggattgt gaatgaaatt tgcaaa ^ ^ 

« tag „ aca atggaaag „ ttCotcagtc aoacogagaa gtoaoaacca ^ 

t9 t » 9 . g t, 0 agctgtgac . ta „ gacaga agaaggctgg gctggat3t= ^ 

tB^ttc aggtgcoagg aa „ attaoc attotgtatc tatccagagt ^ 

9.a, gttg „ cacatttgta taagcatgcc tttctc=tga gttttaaatt ^ 

•=.a acatgt ggcootcaaa gaeoatgcac aaacca=tac t=ttt3ctaa ^ 

tttct« ttg actttcaata aata=aaatc cccttcatgo aaaaaaaa>a ^ 

geege 

2381 



-98- 



<210> 17 
<211> 349 
<212> PRT 

<213> Homo sapiens 
<400> 17 

Met Gin Arg Leu Gly Gly He Leu Leu Cys Thr Leu Leu Ala Ala Ala 



5 



10 



15 



val Pro Thr Ala Pro Ala Pro Ser Pro Thr Val Thr Trp Thr Pro Ala 
20 2 5 30 



Glu Pro Gly P ro Ala Leu Asn Tyr PrQ Gln Qlu ^ ^ ^ ^ ^ 
35 4 ° 45 

Glu Met Phe Arg Glu Val Glu Glu Leu Met Glu Asp Thr Gin His Lys 

55 60 

Leu Arg Ser Ala Val Glu Glu Met Glu Ala Glu Glu Ala Ala Ala Lys 

70 75 80 

Thr Ser Ser Glu Val Asn Leu Ala Ser Leu Pro Pro Asn Tyr His Asn 
85 9 0 95 

Glu Thr Ser Thr Glu Thr Arg Val Gly Asn Asn Thr Val His Val His 
100 105 110 

Gin Glu val His Lys He Thr Asn Asn Gin Ser Gly Gin Val Val Phe 
115 120 125 

Ser Glu Thr Val lie Thr Ser Val Gly Asp Glu Glu Gly Lys Arg Ser 

135 140 

His Glu Cys He He Asp Glu Asp Cys Gly Pro Thr Arg Tyr Cys Gin 

150 I" 160 

Phe Ser Ser Phe Lys Tyr Thr Cys Gin Pro Cys Arg Asp Gin Gin Met 

165 170 175 

Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Ala Trp 

185 19 q 

Gly His Cys Thr Gin Lys Ala Thr Lys Gly Gly Asn Gly Thr He Cys 
195 200 205 

Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 

215 220 

Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 

230 235 240 

Cys His Asp Pro Thr Ser Gin Leu Leu Asp Leu lie Thr Trp Glu Leu 



250 



255 



-99- 



Olu Pro 01u oiy Ala Leu As p Arg C ys Pro Cys A la Ser Gly Leu Leu 

265 270 

Cys Gin Pro His Ser His Ser Leu Val Tyr Met Cys Lys PrQ ^ phe 

280 2Q5 

Val Oly ser His Asp His Ser Glu Glu Ser Gln Leu prQ Arg ^ ^ 

295 300 

Pro Asp Glu Tyr Glu Asp Val Gly Phe He Glv m„ w i * 

305 y 1J - e Glu Va l Arg Gin Glu 

■ i±5 320 
Leu Glu ASP Leu Glu A rg Ser Leu A la Gin Glu Met Ala Phe Glu Gly 

325 330 335 

Pro Ala Pro Val Glu Ser Leu Gly Gly Glu Glu Glu He 



340 345 



<210> 18 
<211> 1047 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (1047) 

<400> 18 



s 2 s 2 2 2 s 2 2 2 2 = s K ^ E 

2 2 2 K 2 2 2 2 2 2 2 2 5 2 2 2 

^ 5 30 

gS p C ro Sly To lit Leu ^n T T '<* CtC 

V Pro Ala Leu Asn Tyr Pro Gin Glu Glu Ala Thr Leu Asn 

40 45 

K 2 2 2 2 2 2 2 2 2 2 2 £ 2 2 2 192 

55 60 



96 



144 



2 S S 2 2 2 2 2 2 2 2 2 2 2 2 2 

75 

S i= 2 2 2 2 2 2 2 2 2 2 2 2 2 2 

90 

2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 2 " 



240 



288 



105 110 



- 100- 



cag gaa gtt cac^aag ata acc aac aac cag agt gga cag gtg gtc ttt 384 
Gin Glu Val His^ys He Thr Asn Asn Gin Ser Gly Gin Val Val Phe 



115 120 125 



tct gag aca gtc att aca tct gta ggg gat gaa gaa ggc aag agg age 4 32 
Ser Glu Thr Val He Thr Ser Val Gly Asp Glu Glu Gly Lys Arg Ser 
130 135 140 

cat gaa tgt ate att gat gaa gac tgt ggg ccc acc agg tac tgc cag 48 0 
His Glu Cys He He Asp Glu Asp Cys Gly Pro Thr Arg Tyr Cys Gin 
145 150 155 160 

ttc tec age ttc aag tac acc tgc cag cca tgc egg gac cag cag atg 528 
Phe Ser Ser Phe Lys Tyr Thr Cys Gin Pro Cys Arg Asp Gin Gin Met 
165 170 175 

eta tgc acc cga gac agt gag tgc tgt gga gac cag ctg tgt gec tgg 5 76 
Leu Cys Thr Arg Asp Ser Glu Cys Cys Gly Asp Gin Leu Cys Ala Trp 
180 185 190 

ggt cac tgc acc caa aag gee acc aaa ggt ggc aat ggg acc ate tgt 624 
Gly His Cys Thr Gin Lys Ala Thr Lys Gly Gly Asn Gly Thr He Cys 
195 200 205 

gac aac cag agg gat tgc cag cct ggc ctg tgt tgt gec ttc caa aga 672 
Asp Asn Gin Arg Asp Cys Gin Pro Gly Leu Cys Cys Ala Phe Gin Arg 
210 215 220 

ggc ctg ctg ttc ccc gtg tgc aca ccc ctg ccc gtg gag gga gag etc 720 
Gly Leu Leu Phe Pro Val Cys Thr Pro Leu Pro Val Glu Gly Glu Leu 
225 230 235 240 

tgc cat gac ccc acc age cag ctg ctg gat etc ate acc tgg gaa ctg 768 
Cys His Asp Pro Thr Ser Gin Leu Leu Asp Leu He Thr Trp Glu Leu 
245 250 255 

gag cct gaa gga get ttg gac cga tgc ccc tgc gec agt ggc etc eta 816 
Glu Pro Glu Gly Ala Leu Asp Arg Cys Pro Cys Ala Ser Gly Leu Leu 
260 265 270 

tgc cag cca cac age cac agt ctg gtg tac atg tgc aag cca gee ttc 864 
Cys Gin Pro His Ser His Ser Leu Val Tyr Met Cys Lys Pro Ala Phe 
275 280 285 

SJtg 99° a< 3° cat 9 ac cac a 9 t 9 a 9 9 a 9T a 9C cag ctg ccc agg gag gee 912 
Val Gly Ser His Asp His Ser Glu Glu Ser Gin Leu Pro Arg Glu Ala 
290 295 300 

ccg gat gag tac gaa gat gtt ggc ttc ata ggg gaa gtg' cgc cag gag 960 
Pro Asp Glu Tyr Glu Asp Val Gly Phe lie Gly Glu Val Arg Gin Glu 
305 310 315 320 



ctg gaa gac ctg gag egg age eta gec cag gag atg gca ttt gag ggg 
Leu Glu Asp Leu Glu Arg Ser Leu Ala Gin Glu Met Ala Phe Glu Gly 
325 330 335 
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<210> 19 
<211> 8 
<212> PR T 
<213> synthtic 

<400> 19 
Asp Tyr Lys Asp 
1 



construct 
Asp Asp Asp Lys 



